After Helicobacter pylori was implicated in the development of peptic ulcers, other common diseases -such as asthma and atherosclerosis -were screened for known and unknown pathogens, but the available detection methods failed to reveal causative microorganisms. In the January 14 online issue of Nature Genetics, Griffin Weber and colleagues from Dana-Farber Cancer Institute, Boston, Massachusetts, USA describe a novel method to detect microbial causes behind infectious diseases by sequence transcript filtering against the human genome. 
